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for each forward-reverse primer. PCR products can be purified by 2% 
gel electrophoresis and Nucleo-Spin Extract Kits (Liu et al., 2022). 
Once the strands of the PCR products are sequenced, they can be an-
alyzed with a DNA sequencer and compared to specific entries on offi-
cial websites such as NCBI or OMIM.org. Restriction-enzyme analysis is 
also necessary, using the forward and reverse primers for the 5’ termi-
nal amplicon of exon 2 (Liu et al., 2022). This will help with amplifying 
the region of the mutation. Once the fragment is amplified, the products, 
which are digestion products, can be run through a 2% gel electropho-
resis. Sequencing of the gene reveals information on the specific nucle-
otide transition location of the affected individuals. In other words, the 
information which will be obtained is how the form of tooth agenesis is 
genetically inherited, as well as how the specific location of the muta-
tion relates to the phenotype of the patient. The mutation can be identi-


